SEQUENCE LISTING 



<110> Nestec SA 

<120> Osteoprotegerin in Milk 

<130> 88265-6852 

<150> WO 2002 EP 02912 

<151> 2003-03-15 

<150> EP 20010108414 

<151> 2001-04-03 

<160> 7 

<170> Patentln version 3.1 

<210> 1 

<211> 380 

<212> PRT 

<213> homo sapiens 

<400> 1 

Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp Glu Glu Thr Ser His 
15 10 15 



Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr Tyr Leu Lys Gin His 
20 25 30 



Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro Cys Pro Asp His Tyr 
35 40 45 



Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys Leu Tyr Cys Ser Pro 
50 55 60 



Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu Cys Asn Arg Thr His 
65 70 75 80 



Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr Leu Glu lie Glu Phe 
85 90 95 



Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe Gly Val Val Gin Ala 
100 105 110 



Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg Cys Pro Asp Gly Phe 
115 120 125 



Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys Arg Lys His Thr Asn 
130 135 140 



Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys Gly Asn Ala Thr His 
145 150 155 160 



Asp Asn lie Cys Ser Gly Asn Ser Glu Ser Thr Gin Lys Cys Gly lie 
165 170 175 



Asp Val Thr Leu Cys Glu Glu Ala Phe Phe Arg Phe Ala Val Pro Thr 
180 185 190 



Lys Phe Thr Pro Asn Trp Leu Ser Val Leu Val Asp Asn Leu Pro Gly 
195 200 205 



Thr Lys Val Asn Ala Glu Ser Val Glu Arg lie Lys Arg Gin His Ser 
210 215 220 



Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu Trp Lys His Gin Asn 
225 230 235 240 



Lys Ala Gin Asp lie Val Lys Lys lie lie Gin Asp lie Asp Leu Cys 
245 250 255 



Glu Asn Ser Val Gin Arg His lie Gly His Ala Asn Leu Thr Phe Glu 
260 265 270 



Gin Leu Arg Ser Leu Met Glu Ser Leu Pro Gly Lys Lys Val Gly Ala 
275 280 285 



Glu Asp lie Glu Lys Thr lie Lys Ala Cys Lys Pro Ser Asp Gin lie 
290 295 300 



Leu Lys Leu Leu Ser Leu Trp Arg lie Lys Asn Gly Asp Gin Asp Thr 
305 310 315 320 



Leu Lys Gly Leu Met His Ala Leu Lys His Ser Lys Thr Tyr His Phe 
325 330 335 



Pro Lys Thr Val Thr Gin Ser Leu Lys Lys Thr lie Arg Phe Leu His 
340 345 350 



Ser Phe Thr Met Tyr Lys Leu Tyr Gin Lys Leu Phe Leu Glu Met lie 



355 



360 



365 



Gly Asn Gin Val Gin Ser Val Lys lie Ser Cys Leu 
370 375 380 



<210> 2 

<211> 28 

<212> DNA 

<213> artificial 

<220> 

<223> PCR primer 

<400> 2 

actagttata agcagcttat ttttactg 28 



<210> 3 

<211> 23 

<212> DNA 

<213> artificial 

<220> 

<223> PCR primer 



<210> 4 

<211> 46 

<212> DNA 

<213> artificial 

<220> 

<223> PCR primer 

<400> 4 

ccggcctctt cggccgccaa gcgagaaacg tttcctccaa agtacc 46 



<210> 5 

<211> 28 

<212> DNA 

<213> artificial 

<220> 

<223> PCR primer 



<400> 3 

ggaggcattc ttcaggtttg ctg 



23 



<400> 5 

actagttata agcagcttat ttttactg 



28 



<210> 
<211> 



6 

537 



<212> PRT 

<213> artificial 



<220> 

<223> protein sequence including mature OPG 
<400> 6 

Met Lys Leu Ala Thr Ala Phe Thr lie Leu Thr Ala Val Leu Ala Ala 
15 10 15 



Pro Leu Ala Ala Pro Ala Pro Ala Pro Asp Ala Ala Pro Ala Ala Val 
20 25 30 



Pro Glu Gly Pro Ala Ala Ala Ala Tyr Ser Ser lie Leu Ser Val Val 
35 40 45 



Ala Lys Gin Ser Lys Lys Phe Lys His His Lys Arg Asp Leu Asp Glu 
50 55 60 



Lys Asp Gin Phe lie Val Val Phe Asp Ser Ser Ala Thr Val Asp Gin 
65 70 75 80 



lie Ala Ser Glu lie Gin Lys Leu Asp Ser Leu Val Asp Glu Asp Ser 
85 90 95 



Ser Asn Gly lie Thr Ser Ala Leu Asp Leu Pro Val Tyr Thr Asp Gly 
100 105 110 



Ser Gly Phe Leu Gly Phe Val Gly Lys Phe Asn Ser Thr lie Val Asp 
115 120 125 



Lys Leu Lys Glu Ser Ser Val Leu Thr Val Glu Pro Asp Thr lie Val 
130 135 140 



Ser Leu Pro Glu lie Pro Ala Ser Ser Ala Ala Lys Arg Glu Thr Phe 
145 150 155 160 



Pro Pro Lys Tyr Leu His Tyr Asp Glu Glu Thr Ser His Gin Leu Leu 
165 170 175 



Cys Asp Lys Cys Pro Pro Gly Thr Tyr Leu Lys Gin His Cys Thr Ala 
180 185 190 



Lys Trp Lys Thr Val Cys Ala Pro Cys Pro Asp His Tyr Tyr Thr Asp 



195 



200 



205 



Ser Trp His Thr Ser Asp Glu Cys Leu Tyr Cys Ser Pro Val Cys Lys 
210 215 220 



Glu Leu Gin Tyr Val Lys Gin Glu Cys Asn Arg Thr His Asn Arg Val 
225 230 235 240 



Cys Glu Cys Lys Glu Gly Arg Tyr Leu Glu lie Glu Phe Cys Leu Lys 
245 250 255 



His Arg Ser Cys Pro Pro Gly Phe Gly Val Val Gin Ala Gly Thr Pro 
260 265 270 



Glu Arg Asn Thr Val Cys Lys Arg Cys Pro Asp Gly Phe Phe Ser Asn 
275 280 285 



Glu Thr Ser Ser Lys Ala Pro Cys Arg Lys His Thr Asn Cys Ser Val 
290 295 300 



Phe Gly Leu Leu Leu Thr Gin Lys Gly Asn Ala Thr His Asp Asn lie 
305 310 315 320 



Cys Ser Gly Asn Ser Glu Ser Thr Gin Lys Cys Gly lie Asp Val Thr 
325 330 335 



Leu Cys Glu Glu Ala Phe Phe Arg Phe Ala Val Pro Thr Lys Phe Thr 
340 345 350 



Pro Asn Trp Leu Ser Val Leu Val Asp Asn Leu Pro Gly Thr Lys Val 
355 360 365 



Asn Ala Glu Ser Val Glu Arg lie Lys Arg Gin His Ser Ser Gin Glu 
370 375 380 



Gin Thr Phe Gin Leu Leu Lys Leu Trp Lys His Gin Asn Lys Ala Gin 
385 390 395 400 



Asp lie Val Lys Lys lie lie Gin Asp lie Asp Leu Cys Glu Asn Ser 
405 410 415 



Val Gin Arg His lie Gly His Ala Asn Leu Thr Phe Glu Gin Leu Arg 
420 425 430 



Ser Leu Met Glu Ser Leu Pro Gly Lys Lys Val Gly Ala Glu Asp lie 
435 440 445 



Glu Lys Thr lie Lys Ala Cys Lys Pro Ser Asp Gin lie Leu Lys Leu 
450 455 460 

Leu Ser Leu Trp Arg lie Lys Asn Gly Asp Gin Asp Thr Leu Lys Gly 
465 470 475 480 

Leu Met His Ala Leu Lys His Ser Lys Thr Tyr His Phe Pro Lys Thr 
485 490 495 

Val Thr Gin Ser Leu Lys Lys Thr lie Arg Phe Leu His Ser Phe Thr 
500 505 510 

Met Tyr Lys Leu Tyr Gin Lys Leu Phe Leu Glu Met lie Gly Asn Gin 
515 ~ 520 525 

Val Gin Ser Val Lys lie Ser Cys Leu 



<210> 7 

<211> 1182 

<212> DNA 

<213> homo sapiens 

<400> 7 

tccggcctct tcggccgcca agcgagaaac gtttcctcca aagtaccttc attatgacga 60 

agaaacctct catcagctgt tgtgtgacaa atgtcctcct ggtacctacc taaaacaaca 12 0 

ctgtacagca aagtggaaga ccgtgtgcgc cccttgccct gaccactact acacagacag 18 0 

ctggcacacc agtgacgagt gtctatactg cagccccgtg tgcaaggagc tgcagtacgt 24 0 

caagcaggag tgcaatcgca cccacaaccg cgtgtgcgaa tgcaaggaag ggcgctacct 300 

tgagatagag ttctgcttga aacataggag ctgccctcct ggatttggag tggtgcaagc 360 

tggaacccca gagcgaaata cagtttgcaa aagatgtcca gatgggttct tctcaaatga 42 0 

gacgtcatct aaagcaccct gtagaaaaca cacaaattgc agtgtctttg gtctcctgct 48 0 

aactcagaaa ggaaatgcaa cacacgacaa catatgttcc ggaaacagtg aatcaactca 54 0 

aaaatgtgga atagatgtta ccctgtgtga ggaggcattc ttcaggtttg ctgttcctac 600 

aaagtttacg cctaactggc ttagtgtctt ggtagacaat ttgcctggca ccaaagtaaa 660 



cgcagagagt gtagagagga taaaacggca acacagctca caagaacaga ctttccagct 72 0 

gctgaagtta tggaaacatc aaaacaaagc ccaagatata gtcaagaaga tcatccaaga 780 

tattgacctc tgtgaaaaca gcgtgcagcg gcacattgga catgctaacc tcaccttcga 840 

gcagcttcgt agcttgatgg aaagcttacc gggaaagaaa gtgggagcag aagacattga 900 

aaaaacaata aaggcatgca aacccagtga ccagatcctg aagctgctca gtttgtggcg 960 

aataaaaaat ggcgaccaag acaccttgaa gggcctaatg cacgcactaa agcactcaaa 102 0 

gacgtaccac tttcccaaaa ctgtcactca gagtctaaag aagaccatca ggttccttca 1080 

cagcttcaca atgtacaaat tgtatcagaa gttattttta gaaatgatag gtaaccaggt 1140 

ccaatcagta aaaataagct gcttataact agtatcacta gt 1182 



